
LOCUS       JQ065722                 784 bp    DNA     linear   MAM 20-MAR-2012 
DEFINITION  Gazella cuvieri haplotype 1 D-loop, partial sequence; 
            mitochondrial. 
ACCESSION   JQ065722 
VERSION     JQ065722.1  GI:380448347 
KEYWORDS    . 
SOURCE      mitochondrion Gazella cuvieri (Cuvier's gazelle) 
  ORGANISM  Gazella cuvieri 
            Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi; 
            Mammalia; Eutheria; Laurasiatheria; Cetartiodactyla; Ruminantia; 
            Pecora; Bovidae; Antilopinae; Gazella. 
REFERENCE   1  (bases 1 to 784) 
  AUTHORS   Salinas,M., Carranza,J., Moreno,E. and Espeso,G. 
  TITLE     Genetic structure of the captive population of Nanger dama mhorr 
            and Gazella cuvieri at La Hoya Field Station (EEZA-CSIC) 
  JOURNAL   Unpublished 
REFERENCE   2  (bases 1 to 784) 
  AUTHORS   Salinas,M., Carranza,J., Moreno,E. and Espeso,G. 
  TITLE     Direct Submission 
  JOURNAL   Submitted (22-NOV-2011) Game and Fish Research Center (CRCP), 
            Universidad de Cordoba, Colonia San Jose, Crta N-IV, Km 396, 
            Cordoba 14071, Spain 
FEATURES             Location/Qualifiers 
     source          1..784 
                     /organism="Gazella cuvieri" 
                     /organelle="mitochondrion" 
                     /mol_type="genomic DNA" 
                     /db_xref="taxon:69301" 
                     /haplotype="1" 
     D-loop          <1..>784 
ORIGIN       
        1 tatagctcca taaacgcgaa gaacaatatc agcattaaat ttgccaatac ttttaaaaat 
       61 taatacaagc ctaccacttt aaagcctcat aaaacattta cacaataacc taagacaccc 
      121 cctgggggga acattgtatt aatgtattga ggacatgata tgtatatagt acattaaatg 
      181 attgtccaca tgcatataag caagtacatg aacacctaat gtacaccaaa catagtatgt 
      241 ttaaagtaca ttaacacaat ctgaccccta cagacttaaa cggggacagt aaactcatta 
      301 acagtacata gcacattaag tgtttaaacg tacatagcac atttaagtca aaaaagtcct 
      361 cgtcaacatg cgtatcctgc cccctagatc acgagcttaa tcaccatgcc gcgtgaaacc 
      421 agcaacccgc ttggcaagga tccgtcttct tgtcttgtgc ccatgaatcg tgggggtagc 
      481 tataaattga actttaagag acatctggtt ctttcttcag ggccatctca cctaaaatcg 
      541 cccactcttt ccccttaaat aagacatctc gatggactaa tgactaatca gcccatgctc 
      601 acacataact gtgctgtcat acatttggta tttttttatt ttgggggttg cttggactca 
      661 gctatggccg tcaaaggccc cgacccggag cataaattgt agctggactt aactgcatct 
      721 tgagcaccag cataatggta ggcacgagca tcatagttaa tggagcaaca aatgttacag 
      781 tcaa 
// 


